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Topics
• Algorithms for Bioinformatics • Biological Databases • Gene regulation, transcriptomics

and epigenomics • Protein structure and function • Systems Biology • Molecular Evolution

analysis • Biological Networks • Personal genome analysis • Personal medicine •

Translational medicine • Pharmacogenomics • Sequencing and genotyping technologies •

Bioimaging • Pangenomics • Metagenomics • Machine learning in Bioinformatics •

Interpretable Machine learning • Multi-omics data analysis and integration • Single-cell

data analysis • Spatial transcriptomics • Biological data management

Special Sessions
In addition to the traditional panels, this year the Call includes topics for one Special

Session proposed by members of the Society on Individual Genome Analysis, a workshop

on Bioinformatics for Unraveling Brain Complexity, and a Young BITS-RSG Symposium
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